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Abstract
Interferons (IFNs) may target cancer cells both through
their regulation of the immune response, effect on
angiogenesis and through direct effects on cancer cells.
Treatment response has been demonstrated in osteosarcoma
patients, but tumour resistance to IFN-α is common. Hence,
understanding the molecular mechanisms involved in
response and resistance is essential for improving
therapeutic efficacy. Of five xenografts screened for specific
growth delay in response to treatment with unconjugated
and PEGylated IFN-α2b, one displayed growth inhibition
and tumour shrinkage. Growth inhibition increased on a
dosing schedule of PEGylated IFN every third day.
Xenografts resistant to PEGylated IFN were similarly
resistant to unconjugated IFN. Combination treatment with
PEGylated IFN and doxorubicin resulted in improved
growth control rates. Transcriptional profiling analysis of
the one sensitive and two resistant xenografts identified a
common set of 79 genes significantly affected by IFN- α2b
treatment independent of tumour growth inhibition. All but
four of the 79 genes were up-regulated. The majority of
these genes were well characterized IFN-stimulated genes
and core members of the IFN-α signalling pathway. The
expression of a set of 128 unique genes changed only in the
sensitive xenograft; 52/128 genes were up-regulated. The
specific gene expression pattern seen in the responsive
xenograft identified possible pathways important for the
antitumour effect of IFN-α in osteosarcoma, including
subsets of genes involved in cell adhesion and osteogenic
tissue development. The observed improved control rates
of combined treatment with IFN and doxorubicin are
encouraging and should be further explored.
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expression profiling
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Background
Osteosarcoma (OS) is the most frequent primary malignant
tumour of the skeletal system in children and young adolescents.
Although a multidisciplinary approach with specialized surgery
and combination chemotherapy has led to significant survival
improvement during the last three decades, a relapse rate of 30-

40% within five years remains (Souhami et al., 1997; Bacci et
al., 2000; Bielack et al., 2002; Smeland et al., 2003; Ferrari et
al., 2005). Further improved survival appears to depend on the
optimal integration of novel drugs into the existing treatment
protocols. Interferons (IFNs) are biological response modifiers
that may inhibit cancer cell growth by regulation of the immune
response, inhibition of angiogenesis and direct antitumour
activity (Balkwill, 1985; Gresser, 1989). By interactions with
their specific cell surface receptors IFNs activate signal
transducer and activator of transcription (STAT) complexes and
initiate the classical Janus kinase-STAT (JAK-STAT) signalling
pathway (Fu et al., 1992; Schindler et al., 1992). Activated STATs
form complexes that bind to specific IFN-stimulated response
elements (ISRE) or IFN-γ-activated site (GAS) elements within
promoters of interferon stimulated genes (ISGs) to initiate
transcription. In addition, non-classical signaling (involving
MAPK, PI3K and NF-B) is necessary to explain the full extent
of the transcriptional response (Platanias, 2005; Du et al., 2007).
IFN-α subtypes differ in their binding affinities to the IFN
receptor and also have variable efficacy on tumour growth
(Balkwill, 1985; Foster and Finter, 1998; Yamaoka et al., 1999).
Whereas the early studies were performed with mixtures of IFNs
extracted from white blood cells, most clinical trials have been
performed with single-species recombinant IFN-α, and more
recently with variants conjugated to poly-ethylene-glycol
(PEGylation). PEGylation delays the elimination of IFN,
allowing for once weekly treatment in humans (Glue et al., 2000),
and carries a promise of higher efficacy and reduced toxicity
(Eggermont et al., 2008). Direct antitumour activity in
osteosarcoma has been demonstrated in vitro (Strander and
Einhorn, 1977; Dannecker et al., 1985) and in vivo (Masuda et
al., 1983; Hofmann et al., 1985; Brosjo, 1989). Pioneering work
at the Karolinska Hospital in Stockholm strongly indicated single
agent activity of adjuvant human IFN-α in patients with nonmetastatic high-grade osteosarcoma (Muller et al., 2005;
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Strander, 2007). No clear benefit of IFN-β was observed in the
only completed randomized trial testing the additional effect of
IFN following conventional chemotherapy (Winkler et al., 1984).
EURAMOS1, a major randomized OS trial (www.euramos.org)
explores sequential maintenance treatment with PEGylated IFNα2b for the favourable prognostic subgroup with good histologic
response to neoadjuvant chemotherapy with cisplatinum,
doxorubicin and high-dose methotrexate. Although IFN is in
some clinical use in advanced osteosarcoma, the relative
contributions of direct antitumour effects, inhibition of
angiogenesis and indirect immune-mediated effects are not
known. Resistance to IFN is frequently seen, and an
understanding of the molecular mechanisms involved in response
and resistance is essential for improving the therapeutic efficacy.
Furthermore, IFN-α has been effective in the treatment of
multidrug resistant osteosarcoma cell lines (Manara et al., 2004)
and may be a way to overcome chemotherapy resistance. We
therefore investigated the growth response of PEGylated IFNα2b and unconjugated IFN-α2b treatment and the effect of
PEGylated IFN-α2b on gene expression in osteosarcoma tissue
using human xenograft models. Finally, aiming at integrated
bio-chemotherapy, we extended our experimental series by
combining IFN treatment with doxorubicin, which is one of the
four active drugs in OS treatment (Blaney et al., 1993).

Material and Methods
Animals
Female athymic mice (Balb/c: nu/nu) were bred in our animal
facility, weaned after 21 days and maintained in a pathogenfree environment at controlled temperature (21 +/- 0.5oC) and
humidity (55-65%) on a 12 hour light cycle. Sentinels were tested
according to FELASA’s health monitoring recommendations.
Groups of up to eight mice were kept in transparent polycarbonate
cages (Tecniplast Eurostandard type III, Scanbur BK, Nittedal,
Norway) on aspen chip bedding (B&K Universal, Hull, UK)
with pellet feed (RM3, Special Diets Services, Witham, UK)
and acidified water supplied ad libitum. Morbidity was controlled
for by daily inspections focusing on behaviour, posture or weight
loss. Animals were sacrificed for ethical reasons in case of weight
loss >10% or tumour diameter >20 mm. Before transplantation
or sacrifice by cervical dislocation mice were anaesthetised with
intraperitoneal injection of 0.1 mg/kg fentanyl, 5 mg/kg fluanison
(Janssen Pharmaceutica, Beerse, Belgium), and 2.5 mg/kg
midazolam (Roche, Basel, Switzerland). All procedures
involving animals were performed according to protocols
approved by the National Research Authority in compliance with
the European Convention for the Protection of Vertebrates Used
for Scientific Purposes.
Xenografts
Tumour fragments were sampled from adolescent high grade
osteosarcomas, four from primary tumours (TSx, KPBx, OHSx,
MPAx) and one from a pulmonary metachronous metastasis
(HPBx). Tumour tissue was implanted in the flanks of nude mice
and propagated by serial transplantation (Bruheim et al., 2004).
The mice were allocated to treatment groups when tumours
reached 50-70 l. Tumours were measured twice weekly and
tumour volumes calculated as 0.5 x length x width2. Relative
tumour volume (RTV) was calculated for each individual tumour

for a specific number of days after start of treatment: RTV =
Volumeday X *100 / Volumeday 0. Tumour doubling time (TD) was
defined as the time from the start of treatment to the first doubling
of the median RTV. The drug effect was expressed as specific
growth delay SGD = (TDtreated – TDcontrol)/ TDcontrol and treated to
control rate T/C (%) = RTVtreated x 100 / RTVcontrol. Based on
earlier experience SGD of > 1.0 and T/C of < 50% were defined
as antitumour activity (Bruheim et al., 2004).
Radio-labelling of PEGylated IFN
To estimate elimination half life in mouse serum, PEGylated
IFN was radio-labelled with 125I. For this analysis, PEGylated
IFN was radio-labelled with 125I at an equimolar ratio. An Iodogen
tube (Pierce) was prewashed with 1 ml of a pH 7.5 iodination
buffer (25 mM Tris, 0.4 M NaCl, all Sigma). 30 l iodination
buffer and 20 MBq 125I dissolved in 7 l water was added to the
iodination tube and incubated for 5 min under continuous
shaking, transferred to a tube containing 50 g interferon- in
50 l water and incubated for another 5 min. Iodination was
terminated by adding 50 l of iodination buffer with 10 mg/ml
of tyrosine (Sigma). Finally free and bound iodine were separated
on a column (Paus et al., 1982). Eight mice were randomly
assigned to two groups. Mice were pre-treated with potassium
iodide 10 g/day in the drinking water for 5 days before
subcutaneous injection with 125I-labeled PEGylated IFN at 10
and 100 g/kg (0.3 and 3 MBq). Each mouse was sampled daily
for 20-40 l blood with a heparinised microcapillary (capillary
tubes for microhematokrit, art. Nr. 110690, Kebo-Lab
Stockholm) (Hem et al., 1998). At the indicated time points (24
h, 7 days) mice were anesthetized, cardially aspirated and killed
before sampling tumour-tissue and hind leg muscle. Serum was
spun for 7 minutes at 12 800 rpm in a Hematokrit 24 centrifuge
(Hettich Zentrifugen), diluted in PBS, and tissue samples were
minced in PBS before filtration on a NAP-5 column (Pharmacia
Biotech) equilibrated with PBS, and the radioactivity was counted
in a Wallac automatic gamma counter (Perkin Elmer Life
Science) together with samples of known activity. We found
excellent correlation between the capillary plasma and cardial
serum measurements (r = 0.99).
Drugs
Unconjugated IFN-α2b (Intron A, Schering Plough, Oslo,
Norway, specific activity 2.6x10 8 IU/mg protein) was
administered using a prefilled injection pen. MonoPEGylated
IFN-α2b (PegIntron, Schering Plough, specific activity 6.4x107
IU/mg protein) was reconstituted in water. Stock solutions of
diluted PEGylated IFN were stored for a maximum of 2 weeks
at -80oC. Immediately before use the stock was diluted with PBS
+ BSA (Sanceau et al., 2002) to the final concentration in a
volume of 0.1 ml. IFNs were injected subcutaneously (s.c.) to
the lower back of the mice. Control mice were treated with s.c.
PBS + BSA. Doxorubicin (Adriamycin, Pharmacia Upjohn,
Stockholm, Sweden) was dissolved in physiological saline and
administered intravenously (i.v.). Unconjugated IFN was
administered at daily doses of 30,000, 300,000 or 1 million IU/
mouse (equivalent to weekly doses of 40, 400 or 1,350 g/kg).
PEGylated IFN was tested at weekly doses of 10, 100 or 300 g/
kg or every third day at an equivalent dose of 4.3, 43 or 129 g/
kg. The total treatment interval for IFN was 3 weeks. Combined
treatment with IFN and doxorubicin was started with 10 or 100
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g/kg/week PEGylated IFN followed 24 hours later by 8 mg/kg
doxorubicin equalling the maximal tolerated dose (Bruheim et
al., 2004); the doxorubicin injection was repeated once after a
week. For microarray experiments mice were treated with 100
g/kg PEGylated IFN and the tissue were sampled both 24 and
48 hours later. In the combination group, mice were treated with
100 g/kg PEGylated IFN, followed 24 hours later by 8 mg/kg
doxorubicin. Tissue was sampled 24 hours after the doxorubicin
treatment.
Gene expression microarray analysis
RNA isolation, labelling and microarray hybridizations:
Tissue samples were snap frozen on liquid nitrogen and stored
at -80°C until use. Total RNA was extracted using TRIzol
(Invitrogen, Carlsbad, CA, USA) and stored at -80°C. Samples
were quantified on a NanoDrop spectrophotometer (NanoDrop
Technologies Inc., Wilmington, DE, USA) and RNA integrity
was determined on Bioanalyzer 2100 (Agilent Technologies, Palo
Alto, CA, USA). RNA from several animals was pooled. In the
initial experiments hybridizations were done on cDNA arrays
printed at the core facility of the Norwegian Microarray
Consortium at the Norwegian Radium Hospital (Oslo, Norway)
as described earlier (Prasmickaite et al., 2006). For the final
experiments amplification and labelling of 500 ng RNA from
treated and untreated TSx, MPAx and HPBx xenografts was
performed using the Illumina TotalPrep RNA amplification kit
(Illumina Inc., San Diego, CA, USA). The microarray
experiments were done using the Whole-Genome Gene
Expression Direct Hybridization Assay and Illumina Human-6
Expression BeadChips version 2 arrays (Illumina Inc.) consisting
of >48,000 different probes represented with an average 30-fold
redundancy across the array. Technical replicates were hybridized
for all samples. All laboratory processing and hybridisations were
performed according to manufacturer’s protocols.
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organize the genes and identify enrichment based on common
functional features in KEGG biochemical pathways and Panther
ontologies Biological Process and Molecular Function. To
measure the gene-enrichment in annotation terms the number
of genes on the differentially expressed lists were compared to
all the genes on the Illumina array. The significance of
enrichment was indicated by p-values calculated as EASE score
(Hosack et al., 2003), a modified Fisher Exact P-Value for gene
enrichment analysis, and the cut-off was set to p <0.01. The
data was submitted to ArrayExpress with accession E-TABM707. Interferome, a recently published database of ISGs and
putative ISRE in the promoters of these genes (Samarajiwa et
al., 2008) was used to investigate IFN signatures in the gene
lists of differentially expressed genes.

Results
Treatment response of the xenografts
Of a total of five osteosarcoma xenografts screened for growth
inhibition in response to treatment with PEGylated IFN-α2b,
only one (HPBx) was found to be sensitive (Figure 1). Xenografts
resistant to PEGylated IFN were also resistant to treatment with
unconjugated IFN (Figure 1G, Figure 1H). In the sensitive
xenograft (HPBx), weekly administration of 100 g/kg
PEGylated IFN gave a weak response (SGD of 0.25 and T/C of
69%; Figure 1C). Due to strong growth inhibition of
unconjugated IFN in the same xenograft (Figure 1A), we
examined the half life of PEGylated IFN in our model. Iodination
of PEGylated IFN indicated a half-life of 15-16 hours in nude
mice, compared to 27-39 hours in humans (Glue et al., 2000)
(Figure 2). An adapted treatment schedule of PEGylated IFN
every third day at a dose equivalent of 100 and 300 g/kg/week
improved efficacy compared to weekly administrations and
strongly suppressed tumour growth (SGD of 1.25 and 7.5; T/C
of 15% and 5%; Figure 1B). Daily treatment with unconjugated
IFN at a dose equivalent of 40g/kg/week (30,000 IU/mouse/
day) was less effective (specific growth delay of 0.75 and a T/C
of 30%) whereas a dose of 400g/kg/week (300,000 IU/mouse/
day) for 21 days prevented any regrowth of the sensitive xenograft
for a period of at least 90 days after end of treatment. We observed
a dose-response relationship for both agents (Figure 1B).

Microarray pre-processing and analysis: The slides were
scanned with the BeadArray Reader (Illumina, Inc.) and data
extraction and initial quality control of the bead summary raw
data were performed using BeadStudio (version 3.1.3.0) from
Illumina and the Gene Expression module 3.2.6. Additional
quality control before and after quantile normalization and preprocessing was performed with the R package (Du et al., 2007;
Combined treatment with doxorubicin and PEGylated IFN:
Du et al., 2008; Lin et al., 2008) which is a part of the
Pilot
experiments were performed examining the potential of
Bioconductor project (R-Development-Core-Team, 2009) and
concomitant
treatment of the sensitive xenograft (HPBx) with
the data was annotated using the HumanWGIFN
and
doxorubicin.
When the IFN-sensitive xenograft HPBx
6_V2_R4_11223189_A annotation file from Illumina. Changes
was
treated
with
8
mg/kg
doxorubicin as monotherapy a
in gene expression were detected at the probe level with one
moderate
growth
delay
was
obtained
(SGD of 1.25, T/C of 44%).
gene represented by one or several probes. To find probes that
Treatment
with
PEGylated
IFN
followed
by doxorubicin 24 hours
were differentially expressed between IFN treated and untreated
later
was
considerably
more
effective
than
monotherapy with
samples for each of the xenografts, we applied linear models for
either
doxorubicin
or
IFN
(SGD
up
to
2.5,
T/C
of 26%, Figure
microarray data (Limma) significance analysis with a moderated
1D).
t-statistic using a simple Bayesian model (Smyth, 2004). The
cut-off value for log2-fold-change was set to 0.57 (fold-change
Response in gene expression
>1.5) and the p-value was adjusted for multiple testing by
Initial analyses of time course and dose response: Initial
Benjamini and Hochberg’s method (Benjamini and Hochberg,
experiments were performed to investigate the time course and
1995) with restriction p <0.01. When identifying probes related
dose-dependence of the response to PEGylated IFN (Figure 3).
to IFN resistance, the difference in expression levels between
Known ISGs were among the strongest induced, and showed
the sensitive and each of the resistant xenografts had to be at
highest expression levels with the highest dose and peaked within
least 1.5 fold. The discriminatory gene lists were further analysed
12-24 hours. Based on these initial results we selected a dose of
in the online Database for Annotation, Visualization and
100 g/kg PEGylated IFN for 24 hours for further experiments
Integrated Discovery (DAVID, 2008) (Dennis et al., 2003) to
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Figure 1: Growth response of osteosarcoma xenografts to treatment with PEGylated IFN (PEG-IFN), unconjugated IFN (IFN), doxorubicin (DOX) or a combination
of doxorubicin and PEGylated IFN (DOX-IFN) compared to a control group (CTR). Doses are given in equivalents to µg/kg/week. IFN was always given daily. PEG-IFN
was given weekly in Figure A, C, D, E and F and every third day in Figure B, G, H. Doxorubicin was given at the maximal tolerated dose of 8 mg/kg 24 hours after start of
treatment with PEG-IFN 100 (DOX-IFN). Volume is annotated as median relative tumour volume (RTV).
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Figure 2: Elimination half-life of PEGylated IFN in mouse serum. Serum concentration of radiolabeled PEGylated INF-α2b in NCR mice following a single treatment
with a dose of 10 and 100 µg/kg.

with the three xenografts HPBx, TSx and MPAx, representing
the one sensitive and two resistant xenografts, respectively.
Global changes in gene expression: Treatment with
PEGylated IFN caused a significant change in the expression
detected by 300 probes in HPBx, 325 in TSx and 1,777 in MPAx
when comparing the treated and untreated xenografts pair-wise.
The probe lists were filtered to identify probes that were specific
for the sensitive and resistant xenografts (see Supplementary
Tables 1-3) and were further classified according to biological
and functional characteristics (Supplementary Table 4).
Genes affected by IFN in all xenografts: Ninety-nine of the
probes detecting significant expression changes upon IFN
treatment were common for all three xenografts. Five of these
probes showed opposite effects in some of the three xenografts
and were removed. This resulted in a set of 94 probes,
representing 79 genes; 75 genes were up-regulated and only
four were down-regulated in all xenografts. Mean fold change
for these genes were 2.4, 6.6 and 3.9 in HPBx, TSx and MPAx,
respectively (Supplementary Table 1). This group contains
several core members of the IFNα signalling pathway (STAT1,
ISGF3G, IRF7) and central well characterized ISGs (OAS1-3,
MX1, EIF2AK2, members of the HLA and PARP families, and
ISG15) (Supplementary Table 1). As expected, these genes were
enriched in immunity related gene ontology groups and pathways
(Supplementary Table 4A).
Sixty-six of the 79 common genes were identified as known
ISGs in the Interferome database (www.interferome.org;
Samarjiwa et al., 2008). Thirty-six of these 66 genes were found
to contain putative ISRE and 16 had a putative STAT1 binding
site in the promoter. The high number of ISRE-containing genes
illustrates the induction of a specific IFN response in all three
xenografts examined. For the majority of genes, this effect of
IFN treatment was more pronounced in the resistant xenografts.
Genes differentially expressed only in the sensitive
xenograft: One hundred and twenty-eight probes identified
genes that were differentially expressed upon treatment with
PEGylated IFN-α only in the sensitive xenograft HPBx. 72 of
these probes, representing 70 unique genes, had a fold-change

difference of ≥ 1.5 between the sensitive and each of the two
resistant xenografts. 24 of these genes were induced and 48 were
repressed. Only seven of these genes were identified as known
ISGs by the Interferome database and only one of the seven had
a putative ISRE in the promoter (Supplementary Table 2).
The 70 genes were significantly enriched for gene ontology
annotations related to signalling (MF00016) and receptors
(BP00108), extracellular matrix (MF00179) and actin binding
protein (MF00262), development (BP00193) or cell adhesion
(BP00124) and KEGG pathway calcium signalling pathway
(hsa04020) (Supplementary Table 4B).
IFN down-regulated a number of genes related to the
extracellular matrix of connective tissue and its maturation,
including the collagens COL2A1, COL9A1 and COL10A1,
osteomodulin (OMD), matrilin 4 (MATN4), and metallopeptidase
3 (MMP3). The adhesion receptor galectin-7 (LGALS7) and
LOC728910 similar to galectin-7 is down-regulated whereas
galectin-9 (LGALS9) and the highly similar LGALS9C are upregulated.
Up-regulated genes related to developmental processes
included chordin-like 2 (CHRDL2) involved in osteo- and
myoblast differentiation and T1560 involved in thyroid
development. Down-regulated genes included the Wnt pathway
inhibitor dickkopf1 (DKK1), chordin (CHRD) which is an
inhibitor of bone morphogenetic proteins, SRY (sex determining
region Y)-box 8 (SOX8) involved in pro-osteoblast
differentiation, secretoglobin (SCGB3A2) involved in lung
development, and the tyrosine kinase receptor ephrin-A1
(EFNA1) involved in development, tumourigenesis and
metastasis.
Genes with similar IFN response in the two resistant
xenografts: Of the probes detecting significant expression
changes, 58 were common only to the two resistant xenografts
TSx and MPAx, but not significantly changed in the sensitive
HPBx. Only 19 of these probes, representing 17 unique genes,
were similarly regulated in both resistant xenografts and had a
fold-change above 1.5 when compared to the sensitive xenograft
(Supplementary Table 3). Eight of these genes are known as
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arrays, represented as mean value of two replicated assays. The probes presented in the clusters were at least 2 times up- or down-regulated in at least 1 of the treated samples
in the cluster.”

ISGs in the Interferome database of which one had a putative
ISRE and five a putative STAT1 promoter binding site.
Functional annotation analysis yielded enrichment in the Panther
ontology group MF00001: receptor.
Gene expression analysis of combination of doxorubicin
and PEGylated IFN: Limma analyses revealed no significant
differences in the gene expression patterns of the xenografts
treated with IFN alone compared to the combination with
J Canc Sci Ther

doxorubicin at the time point investigated (data not shown).

Discussion
The effect of IFN on tumour growth

In an earlier series of 14 osteosarcoma xenografts in nude
mice, natural buffy coat-derived IFN- α at a daily dose of 200,000
IU induced tumour regression or growth arrest in five, partial
growth inhibition in eight whereas one tumour could only be
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arrested at a higher dose (Brosjo, 1988). In contrast, in this report
only one of five xenografts were sensitive to PEGylated IFNα2b. This may be explained by differences in the tumour panels
or the therapeutic agents. It may be relevant that three of our
tumours (including the sensitive one) were exposed to
chemotherapy before xenografting, whereas all the Karolinska
tumours were chemotherapy naïve. The sensitive xenograft being
the only one of metastatic origin is an observation of uncertain
significance: small series with IFN in metastatic osteosarcoma
did not indicate clinically relevant efficacy (Hans Strander and
Stefano Ferrari, personal communications). Furthermore, our
xenograft lines were maintained over a longer time before the
experiments. Although passage number did not seem to affect
response to chemotherapy in a previous study on this panel
(Bruheim et al., 2004), we can not exclude that primary IFN
resistance may be caused by passage-related genetic or epigenetic
alterations over time. As human IFNs are not thought to evoke a
host response in mice (Balkwill, 1985), it seems unlikely that a
different immune status of our animals would explain the
different treatment response.
The difference in response compared to previous reports may
also be due to the type of IFNs used may also be due to the type
of IFNs used. Natural IFN, as used in the Karolinska experiments,
contains a mixture of -interferon subtypes that have varying
properties and anti-proliferative activity (Thomas and Balkwill,
1991; Foster et al., 1996; Foster and Finter, 1998; Yano et al.,
2006). It is also possible that PEGylation may directly influence
the antitumour effect. Natural α-IFNs have been shown to have
higher anti-tumour activity in a small panel of osteosarcoma
xenografts compared with recombinant IFN- α2c (Bauer et al.,
1987), but have not been directly compared with PEGylated IFNα. Unconjugated and PEGylated IFN-α2 a induced similar
growth inhibition and expression profiles in melanomaxenografts (Certa et al., 2003; Krepler et al., 2004), whereas
growth inhibition in hepatocellular carcinoma xenografts was
stronger for PEGylated IFN-α2b (Yano et al., 2006). Significant
variation in the IFN-related response depending on the targeted
cell line and IFN–α subtype has been reported by others (Balkwill
et al., 1985; Foster and Finter, 1998; Yamaoka et al., 1999; Yanai
et al., 2001). In our panel, xenografts resistant to PEGylated
IFN were similarly resistant to unconjugated IFN. Complete
growth arrest in the sensitive xenograft was only obtained by
unconjugated IFN, but this could be due to the higher dose
administered per week compared to the PEGylated moiety.
Importantly, lack of effect in our model system on tumour growth
is only reflecting the absence of a direct antitumour effect of
IFN and does not rule out clinically important effects mediated
through immune- or angiogenesis-mediated mechanisms.
Changes in gene expression in response to IFN
With only one sensitive xenograft, we limited the microarray
analysis to compare the one sensitive to two resistant xenografts.
Obviously such a limited analysis cannot provide definite
answers, but may indicate a list of candidate genes and pathways
related to IFN treatment response. We restricted the investigation
of the transcriptional response to stimulation with PEGylated
IFN, as previous studies have shown that unconjugated and
PEGylated IFN give indistinguishable transcriptional patterns
and are equally potent activators of IFN gene expression (Certa
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et al., 2003; Krepler et al., 2004).
When comparing the sensitive and the resistant osteosarcoma
xenografts we identified 79 genes with similarly altered
expression after IFN treatment regardless of tumour response.
A subset of 36 genes contained ISRE, indicating a functional
JAK/STAT signalling pathway in all three xenografts. Genes
exclusively induced in the sensitive xenograft rarely contained
ISRE; a comparable group of genes was observed earlier in an
IFN sensitive melanoma cell line and termed IFN secondary
response genes (Certa et al., 2003). It was postulated that
resistance to IFN is caused by abnormal secondary signalling
rather than by primary defects in induction of JAK-STAT
signalling pathway (Certa et al., 2003; Holko and Williams,
2006).
LGALS9, and the similar LGALS9C, are among the ISGs
induced by IFN in the sensitive xenograft. Galectins are
evolutionarily highly conserved -galactoside-binding lectins
involved in basic cellular mechanisms (cell interaction,
proliferation, migration, apoptosis, mRNA splicing) and
modulation of immunity. LGALS9 expression is correlated with
a better prognosis in malignant melanoma (Kageshita et al.,
2002), and is possibly involved in IFN-induced apoptosis in the
melanoma cell line WM9 (Leaman et al., 2003). Two other
members of the galectin family, LALS7 and LOC728910, were
found to be down-regulated, and these proteins have previously
been described both as a positive and negative regulatory factors
in tumour development, involved in proapoptosis,
neoangiogenesis and metastatic tendency through metastatic
proteins such as MMP9 (Saussez and Kiss, 2006).
IFN-α has been shown to induce bone differentiation in a
xenotransplanted human osteosarcoma (Forster et al., 1988).
Osteosarcomas are known to express several bone morphogenetic
proteins (BMPs) (Bauer and Urist, 1981; Gobbi et al., 2002;
Khan et al., 2008), the central proteins in the fine-tuning of
bone development. Both CHRD, a regulator of dorsoventral
patterning in early embryogenesis, and CHRDL2, a structurally
related protein expressed preferentially in chondrocytes of
developing cartilage, are BMP binding inhibitors of bone
differentiation (Zhang et al., 2007). In our sensitive xenograft,
IFN induced upregulation of CHRDL2 whereas CHRD was
down- regulated, the significance of which is unclear.
Further, the transcription factor SOX8 was repressed as a
response to IFN treatment. SOX8 is involved in early
chondrogenesis and SOX8-deficient mice display an osteopenic
phenotype. SOX8-deficient preosteoblasts proliferate slowly
probably caused by RUNX2-induced exit from the cell cycle
(Schmidt et al., 2005), and the reduced expression of SOX8 may
thus be related to the tumour response.
Finally, DKK1 was down-regulated following IFN treatment
in the sensitive xenograft only. DKK1 inhibits Wnt signalling
and impairs osteoblast function. DKK1 has been shown to be
expressed maximally at the periphery of the tumour and it is
thought that DKK1 can contribute to tumour expansion by
inhibiting repair of the surrounding bone (Lee et al., 2007).
Osteosarcoma patients have elevated DKK1 serum levels and
the surviving fraction of circulating osteosarcoma cells is
proportional to DKK1 levels in a xenograft model (Lee et al.,
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2007); it has been suggested that DKK1 levels could be used to
monitor the effect of osteosarcoma treatment, and this might be
applicable also to interferon. However, our findings contrast in
vitro data of interferon induced overexpression of DKK1 in a
hepatoblastoma cell line (Qu et al., 2007).
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In summary, several genes involved in cell adhesion and
osteogenic tissue development were altered by IFN in the
sensitive xenograft. However, the analysis of only one sensitive
xenograft, and the fact that the magnitude of change in these
genes appeared low, makes caution in the interpretation
imperative.

CRM: Cancer Centre, Sørlandet Hospital HF, N-4604
Kristiansand, Norway

Our observations that combined treatment with IFN and
doxorubicin has an increased efficacy indicate that IFN may
moderate response to other cytotoxic drugs. An exploratory
analysis did not find transcriptional changes of combined IFN
and doxorubicin as compared to IFN alone. Doxorubicin has
been shown to induce both cell cycle regulators and apoptotic
genes in hepatocellular cancer cell lines (Wang et al., 2009).
The lack of specific mRNA changes in this report may point at
a posttranscriptional regulation by the combination in the
sensitive xenograft. Others have shown that one of the many
genes induced by IFN is the tumour suppressor TP53 (Takaoka
et al., 2003), and that IFN-related genes such as ISGF3G directly
influence p53 expression (Munoz-Fontela et al., 2008).
Doxorubicin can induce apoptosis through p53 in osteosarcoma
cells (Yuan et al., 2007; Yuan et al., 2008). In this study, no
change in TP53 mRNA levels was observed between IFN treated
and untreated osteosarcoma xenografts, but we cannot rule out
effects at the protein level. Finally, it has been shown that IFNα can mobilise quiescent leukemia stem cells, thus making them
sensitive to chemotherapy (Essers et al., 2009). It remains to be
seen if such mechanisms also can be exploited in nonhaematological cancers.

Conclusions
We found a direct antitumour effect of IFN in one of five
xenografts. At the doses tested, both types of IFN reduced the
growth rate, but only unconjugated IFN induced growth arrest.
Known ISGs were induced independent of tumour response. The
antitumour response seen in one xenograft may be related to
interference with genes involved in cell adhesion or osteogenic
tissue development. Our preliminary data of combined treatment
with IFN and doxorubicin are encouraging and should be further
explored.
Competing interests
The authors declare that they have no competing interests.

Acknowledgements
The authors thank Marita Martinsen and Thomas Halvorsen
for expert help with the animal work, Bjørn E. Kristiansen for
production of cDNA arrays and Thea Charlotte Smedsrud for
performing the Illumina microarray experiments, both at the
Norwegian Microarray Consortium (www.microarray.no, FUGE
Platform for Microarray Technology, supported by the Norwegian
Research Council).

JB: Fürst Medical Laboratory, N-1051 Oslo, Norway
IHGØ: Public Health Institute, N-0403 Oslo, Norway
GS: MSD Norge, N-3002 Drammen, Norway
References
1. Bacci G, Ferrari S, Bertoni F, Ruggieri P, Picci P, et al. (2000) Long-term outcome
for patients with nonmetastatic osteosarcoma of the extremity treated at the istituto
ortopedico rizzoli according to the istituto ortopedico rizzoli/osteosarcoma-2
protocol: an updated report. J Clin Oncol 18: 4016-4027. » CrossRef » PubMed
» Google Scholar

2. Balkwill F (1985) Antitumour effects of interferons in animals. Interferon. N.
Finter and R. Oldham, Elsevier Science Publishers BV. 4: in vivo and clinical
studies. » CrossRef » PubMed » Google Scholar
3. Balkwill FR, Goldstein L, Stebbing N (1985) Differential action of six human
interferons against two human carcinomas growing in nude mice. Int J Cancer
35: 613-617. » CrossRef » PubMed » Google Scholar
4. Bauer FC, Urist MR (1981) Human osteosarcoma-derived soluble bone
morphogenetic protein. Clin Orthop Relat Res 291-295. » CrossRef » PubMed
» Google Scholar

5. Bauer HC, Brosjö O, Strander H (1987) Comparison of growth inhibiting effect
of natural and recombinant interferon-alpha on human osteosarcomas in nude
mice. J Interferon Res 7: 365-369. » CrossRef » PubMed » Google Scholar
6. Benjamini Y, Hochberg Y (1995) Controlling the false discovery rate: A practical
and powerful approach to multiple testing. Journal of the Royal Statistical Society
Series 57: 289-300. » CrossRef » PubMed » Google Scholar
7. Bielack SS, Kempf-Bielack B, Delling G, Exner GU, Flege S, et al. (2002)
Prognostic factors in high-grade osteosarcoma of the extremities or trunk: an
analysis of 1,702 patients treated on neoadjuvant cooperative osteosarcoma study
group protocols. J Clin Oncol 20: 776-790. » CrossRef » PubMed » Google Scholar
8. Blaney SM, Smith MA, Grem JL (1993) Doxorubicin: role in the treatment of
osteosarcoma. Cancer Treat Res 62: 55-73. » CrossRef » PubMed » Google Scholar
9. Brosjo O (1988) Osteosarcoma and Interferon: studies of human xenografts in
the nude mouse Karolinska Institute, Departments of Orthopedics and Medical
Radiobiology. Stockholm, Sweden, Karolinska Hospital. » CrossRef » PubMed
» Google Scholar

10. Brosjo O (1989) Osteosarcoma and interferon. Studies of human xenografts in
the nude mouse. Acta Orthop Scand 229: 1-36. » CrossRef » PubMed » Google Scholar
11. Bruheim S, Bruland OS, Breistol K, Maelandsmo GM, Fodstad O (2004) Human
osteosarcoma xenografts and their sensitivity to chemotherapy. Pathol Oncol
Res 10: 133-141. » CrossRef » PubMed » Google Scholar
12. Certa U, Wilhelm-Seiler M, Foser S, Broger C, Neeb M (2003) Expression
modes of interferon-alpha inducible genes in sensitive and resistant human
melanoma cells stimulated with regular and pegylated interferon-alpha. Gene
315: 79-86. » CrossRef » PubMed » Google Scholar
13. Dannecker G, Treuner J, Buck J, Dilger M, Niethammer D (1985) The combined
effect of interferon-beta and cytostatic drugs on human tumor cell lines in vitro.
J Interferon Res 5: 541-550. » CrossRef » PubMed » Google Scholar
14. DAVID. DAVID from http://david.abcc.ncifcrf.gov/. » CrossRef

» PubMed » Google

Scholar

15. Dennis G Jr, Sherman BT, Hosack DA, Yang J, Gao W, et al. (2003) DAVID:

Database for Annotation, Visualization, and Integrated Discovery. Genome Biol
Schering Plough is gratefully acknowledged for the gift of
4: P3. » CrossRef » PubMed » Google Scholar
PEGylated IFN-α2b. CRM received a scholarship by the
J Canc Sci Ther
Volume 2(2) : 033-042 (2010) - 040
ISSN:1948-5956 JCST, an open access journal

Journal of Cancer Science & Therapy
www.omicsonline.org
16. Du P, Kibbe WA, Lin SM (2007) nuID: a universal naming scheme of
oligonucleotides for illumina, affymetrix, and other microarrays. Biol Direct 2:
16. » CrossRef » PubMed » Google Scholar
17. Du P, Kibbe WA, Lin SM (2008) Lumi: a pipeline for processing Illumina
microarray. Bioinformatics 24: 1547-1548. » CrossRef » PubMed » Google Scholar
18. Du Z, Wei L, Murti A, Pfeffer SR, Fan M, et al. (2007) Nonconventional signal
transduction by type 1 interferons: the NF-kappaB pathway. J Cell Biochem
102: 1087-1094. » CrossRef » PubMed » Google Scholar
19. Eggermont AM, Suciu S, Santinami M, Testori A, Kruit WH, et al. (2008)
Adjuvant therapy with pegylated interferon alfa-2b versus observation alone in
resected stage III melanoma: final results of EORTC 18991, a randomised phase
III trial. Lancet 372: 117-126. » CrossRef » PubMed » Google Scholar
20. Essers MA, Offner S, Blanco-Bose WE, Waibler Z, Kalinke U, et al. (2009)
IFNalpha activates dormant haematopoietic stem cells in vivo. Nature 458: 904908. » CrossRef » PubMed » Google Scholar
21. Ferrari S, Smeland S, Mercuri M, Bertoni F, Longhi A, et al. (2005) Neoadjuvant
chemotherapy with high-dose Ifosfamide, high-dose methotrexate, cisplatin, and
doxorubicin for patients with localized osteosarcoma of the extremity: a joint
study by the Italian and Scandinavian Sarcoma Groups. J Clin Oncol 23: 88458852. » CrossRef » PubMed » Google Scholar
22. Forster S, Triffitt JT, Bauer HC, Brosjö O, Nilsson OS, et al. (1988) Interferoninhibited human osteosarcoma xenografts induce host bone in nude mice. J Bone
Miner Res 3: 199-202. » CrossRef » PubMed » Google Scholar
23. Foster GR, Finter NB (1998) Are all type I human interferons equivalent? J
Viral Hepat 5: 143-152. » CrossRef » PubMed » Google Scholar
24. Foster GR, Rodrigues O, Ghouze F, Schulte-Frohlinde E, Testa D, et al. (1996)
Different relative activities of human cell-derived interferon-alpha subtypes: IFNalpha 8 has very high antiviral potency. J Interferon Cytokine Res 16: 10271033. » CrossRef » PubMed » Google Scholar
25. Fu XY, Schindler C, Improta T, Aebersold R, Darnell JE Jr (1992) The proteins
of ISGF-3, the interferon alpha-induced transcriptional activator, define a gene
family involved in signal transduction. Proc Natl Acad Sci USA 89: 7840-7843.
» CrossRef » PubMed » Google Scholar

26. Glue P, Fang JW, Rouzier-Panis R, Raffanel C, Sabo R, et al. (2000) Pegylated
interferon-alpha2b: pharmacokinetics, pharmacodynamics, safety, and
preliminary efficacy data. Hepatitis C Intervention Therapy Group. Clin
Pharmacol Ther 68: 556-567. » CrossRef » PubMed » Google Scholar
27. Gobbi G, Sangiorgi L, Lenzi L, Casadei R, Canaider S, et al. (2002) Seven
BMPs and all their receptors are simultaneously expressed in osteosarcoma cells.
Int J Oncol 20: 143-147. » CrossRef » PubMed » Google Scholar
28. Gresser I (1989) Antitumor effects of interferon. Acta Oncol 28: 347-353.
» CrossRef » PubMed » Google Scholar

29. Hem A, Smith AJ, Solberg P (1998) Saphenous vein puncture for blood sampling
of the mouse, rat, hamster, gerbil, guinea pig, ferret and mink. Lab Anim 32:
364- 368. » CrossRef » PubMed » Google Scholar
30. Hofmann V, Groscurth P, Morant R, Cserhati M, Honegger HP, et al. (1985)
Effects of leukocyte interferon (E. coli) on human bone sarcoma growth in vitro
and in the nude mouse. Eur J Cancer Clin Oncol 21: 859-863. » CrossRef » PubMed
» Google Scholar

31. Holko M, Williams BR (2006) Functional annotation of IFN-alpha-stimulated
gene expression profiles from sensitive and resistant renal cell carcinoma cell
lines. J Interferon Cytokine Res 26: 534-547. » CrossRef » PubMed » Google Scholar
32. Hosack DA, Dennis G Jr, Sherman BT, Lane HC, Lempicki RA (2003)
Identifying biological themes within lists of genes with EASE. Genome Biol 4:
R70. » CrossRef » PubMed » Google Scholar
33. Kageshita T, Kashio Y, Yamauchi A, Seki M, Abedin MJ, et al. (2002) Possible
role of galectin-9 in cell aggregation and apoptosis of human melanoma cell
lines and its clinical significance. Int J Cancer 99: 809-816. » CrossRef » PubMed
» Google Scholar

34. Khan SA, Nelson MS, Pan C, Gaffney PM, Gupta P (2008) Endogenous heparin
sulfate and heparin modulate bone morphogenetic protein-4 signaling and

- Open Access

JCST/Vol.2 Issue 2
activity. Am J Physiol Cell Physiol 294: C1387-1397. » CrossRef » PubMed » Google
Scholar

35. Krepler C, Certa U, Wacheck V, Jansen B, Wolff K, et al. (2004) Pegylated and
Conventional Interferon-[alpha] Induce Comparable Transcriptional Responses
and Inhibition of Tumor Growth in a Human Melanoma SCID Mouse
Xenotransplantation Model. J Investig Dermatol 123: 664-669. » CrossRef » PubMed
» Google Scholar

36. Leaman DW, Chawla-Sarkar M, Jacobs B, Vyas K, Sun Y, et al. (2003) Novel
growth and death related interferonstimulated genes (ISGs) in melanoma: greater
potency of IFN-beta compared with IFN-alpha2. J Interferon Cytokine Res 23:
745-756. » CrossRef » PubMed » Google Scholar
37. Lee N, Smolarz AJ, Olson S, David O, Reiser J, et al. (2007) A potential role for
Dkk-1 in the pathogenesis of osteosarcoma predicts novel diagnostic and
treatment strategies. Br J Cancer 97: 1552-1559. » CrossRef » PubMed » Google
Scholar

38. Lin SM, Du P, Huber W, Kibbe WA (2008) Model-based variance-stabilizing
transformation for Illumina microarray data. Nucleic Acids Res 36: e11. » CrossRef
» PubMed » Google Scholar

39. Manara MC, Serra M, Benini S, Picci P, Scotlandi K (2004) Effectiveness of
Type I interferons in the treatment of multidrug resistant osteosarcoma cells. Int
J Oncol 24: 365-372. » CrossRef » PubMed » Google Scholar
40. Masuda S, Fukuma H, Beppu Y (1983) Antitumor effect of human leukocyte
interferon on human osteosarcoma transplanted into nude mice. Eur J Cancer
Clin Oncol 19: 1521-1528. » CrossRef » PubMed » Google Scholar
41. Müller CR, Smeland S, Bauer HC, Saeter G, Strander H (2005) Interferonalpha as the only adjuvant treatment in high-grade osteosarcoma: long term
results of the Karolinska Hospital series. Acta Oncol 44: 475-480. » CrossRef
» PubMed » Google Scholar

42. Muñoz-Fontela C, Macip S, Martínez-Sobrido L, Brown L, Ashour J, et al.
(2008) Transcriptional role of p53 in interferonmediated antiviral immunity. J
Exp Med 205: 1929- 1938. » CrossRef » PubMed » Google Scholar
43. Paus E, Børmer OP, Nustad K (1982) Radioiodination of proteins with the
IodoGen method. Radioimmunoassay and Related Procedures in Medicine,
International Symposium on Radioimmunoassay. Vienna, International Atomic
Energy Agency: 161-171. » CrossRef » PubMed » Google Scholar
44. Platanias LC (2005) Mechanisms of type-I- and type-II-interferon-mediated
signalling. Nat Rev Immunol 5: 375-386. » CrossRef » PubMed » Google Scholar
45. Prasmickaite L, Cekaite L, Hellum M, Hovig E, Høgset A, et al. (2006)
Transcriptome changes in a colon adenocarcinoma cell line in response to
photochemical treatment as used in photochemical internalisation (PCI). FEBS
Lett 580: 5739-5746. » CrossRef » PubMed » Google Scholar
46. Qu JH, Cheng J, Zhang LX, Zhang LY, Zhong YW, et al. (2007) Identification
of genes upregulated by recombinant interferon-alpha in HepG2 cells by
suppressive subtractive hybridization analysis. Hepatobiliary Pancreat Dis Int
6: 290-293. » CrossRef » PubMed » Google Scholar
47. R-Development-Core-Team (2009) R: A Language and Environment for
Statistical Computing. From http://www.R-project.org. » CrossRef » PubMed » Google
Scholar

48. Samarajiwa SA, Forster S, Auchettl K, Hertzog PJ (2008) INTERFEROME:
the database of interferon regulated genes. Nucleic Acids Res 37: D852-857.
» CrossRef » PubMed » Google Scholar

49. Sanceau, J., M. F. Poupon, O. Delattre, X. Sastre-Garau and J. Wietzerbin (2002)
Strong inhibition of Ewing tumor xenograft growth by combination of human
interferonalpha or interferon-beta with ifosfamide. Oncogene 21: 7700-7709.
» CrossRef » PubMed » Google Scholar

50. Saussez S, Kiss R (2006) Galectin-7. Cell Mol Life Sci 63: 686-697. » CrossRef
» PubMed » Google Scholar

51. Schindler C, Shuai K, Prezioso VR, Darnell JE Jr (1992) Interferon-dependent
tyrosine phosphorylation of a latent cytoplasmic transcription factor. Science
257: 809-813. » CrossRef » PubMed » Google Scholar
52. Schmidt K, Schinke T, Haberland M, Priemel M, Schilling AF, et al. (2005) The

J Canc Sci Ther

Volume 2(2) : 033-042 (2010) - 041
ISSN:1948-5956 JCST, an open access journal

Citation: Müller CR, Namløs HM, Bjerner J, Østensen IHG, Saeter G, et al. (2010) Characterization of Treatment Response to
Recombinant Interferon-α2b in Osteosarcoma Xenografts. J Canc Sci Ther 2: 033-042. doi:10.4172/1948-5956.1000020
high mobility group transcription factor Sox8 is a negative regulator of osteoblast
differentiation. J Cell Biol 168: 899-910. » CrossRef » PubMed » Google Scholar
53. Smeland S, Müller C, Alvegard TA, Wiklund T, Wiebe T, et al. (2003)
Scandinavian Sarcoma Group Osteosarcoma Study SSG VIII: prognostic factors
for outcome and the role of replacement salvage chemotherapy for poor
histological responders. Eur J Cancer 39: 488-494. » CrossRef » PubMed » Google
Scholar

54. Smyth GK (2004) Linear models and empirical Bayes methods for assessing
differential expression in microarray experiments. Stat Appl Genet Mol Biol 3:
Article3. » CrossRef » PubMed » Google Scholar
55. Souhami RL, Craft AW, Van der Eijken JW, Nooij M, Spooner D, et al. (1997)
Randomised trial of two regimens of chemotherapy in operable osteosarcoma: a
study of the European Osteosarcoma Intergroup. Lancet 350: 911-917. » CrossRef
» PubMed » Google Scholar

56. Strander H (2007) Interferons and osteosarcoma. Cytokine Growth Factor Rev
18: 373-380. » CrossRef » PubMed » Google Scholar
57. Strander H, Einhorn S (1977) Effect of human leukocyte interferon on the growth
of human osteosarcoma cells in tissue culture. Int J Cancer 19: 468-473. » CrossRef

Neoadjuvant chemotherapy for osteogenic sarcoma: results of a Cooperative
German/Austrian study. J Clin Oncol 2: 617-624. » CrossRef » PubMed » Google
Scholar

62. Yamaoka T, Kojima S, Ichi S, Kashiwazaki Y, Koide T, et al. (1999) Biologic
and binding activities of IFN-alpha subtypes in ACHN human renal cell
carcinoma cells and Daudi Burkitt’s lymphoma cells. J Interferon Cytokine Res
19: 1343- 1349. » CrossRef » PubMed » Google Scholar
63. Yanai Y, Horie S, Yamamoto K, Yamauchi H, Ikegami H, (2001)
Characterization of the antitumor activities of IFN-alpha8 on renal cell carcinoma
cells in vitro. J Interferon Cytokine Res 21: 1129-1136. » CrossRef » PubMed
» Google Scholar

64. Yano H, Ogasawara S, Momosaki S, Akiba J, Kojiro S, et al. (2006) Growth
inhibitory effects of pegylated IFN alpha-2b on human liver cancer cells in vitro
and in vivo. Liver Int 26: 964-975. » CrossRef » PubMed » Google Scholar
65. Yano H, Yanai Y, Momosaki S, Ogasawara S, Akiba J, et al. (2006) Growth
inhibitory effects of interferon-alpha subtypes vary according to human liver
cancer cell lines. J Gastroenterol Hepatol 21: 1720-1725. » CrossRef » PubMed
» Google Scholar

» PubMed » Google Scholar

58. Takaoka A, Hayakawa S, Yanai H, Stoiber D, Negishi H, et al. (2003) Integration
of interferon-alpha/beta signalling to p53 responses in tumour suppression and
antiviral defence. Nature 424: 516-523. » CrossRef » PubMed » Google Scholar
59. Thomas H, Balkwill FR (1991) Effects of interferons and other cytokines on
tumors in animals: a review. Pharmacol Ther 52: 307-330. » CrossRef » PubMed
» Google Scholar

60. Wang J, Chan JY, Fong CC, Tzang CH, Fung KP, et al. (2009) Transcriptional
analysis of doxorubicin-induced cytotoxicity and resistance in human
hepatocellular carcinoma cell lines. Liver Int 29: 1338-1347. » CrossRef » PubMed
» Google Scholar

61. Winkler K, Beron G, Kotz R, Salzer-Kuntschik M, Beck J, et al. (1984)

66. Yuan XW, Zhu XF, Huang XF, Sheng PY, He AS, et al. (2007) Interferon-alpha
enhances sensitivity of human osteosarcoma U2OS cells to doxorubicin by p53dependent apoptosis. Acta Pharmacol Sin 28: 1835-1841. » CrossRef » PubMed
» Google Scholar

67. Yuan XW, Zhu XF, Liang SG, Fan Q, Chen ZX, et al. (2008) Interferonalpha
enhances etoposide-induced apoptosis in human osteosarcoma U2OS cells by a
p53-dependent pathway. Life Sci 82: 393-401. » CrossRef » PubMed » Google Scholar
68. Zhang JL, Huang Y, Qiu LY, Nickel J, Sebald W (2007) von Willebrand factor
type C domain-containing proteins regulate bone morphogenetic protein signaling
through different recognition mechanisms. J Biol Chem 282: 20002-20014.
» CrossRef » PubMed » Google Scholar

J Canc Sci Ther

Volume 2(2) : 033-042 (2010) - 042
ISSN:1948-5956 JCST, an open access journal

